
Supplementary Figure 2.  The changed accumulation of 25-26 nt sRNAs and 

associated transcripts in mutants PpAGO3ΔRGG1 and PpAGO3ΔRGG3 is negatively 

correlated. (A) Heatmap for the expression of 25-26 nt sRNAs and associated 

transcripts of 509 non-cytoplasmic effector genes in the wild-type, and mutants 

PpAGO3ΔRGG1 and PpAGO3ΔRGG3. (B-C) The histogram represents expression of 25-26 

nt sRNAs and associated transcripts of three INF-like genes (PPTG_09074, 

PPTG_09075 and PPTG_19861). 


